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Abstract

Dental caries and periodontal disease are the two major infections of the mouth. Can these two diseases be cured?
If you think that dental caries can be cured by drilling and filling, or periodontal disease can be cured by removing
calculus, you are wrong. There is no complete cure for dental caries and periodontal disease. The causative organisms
of both diseases are the indigenous bacteria of the mouth. You can’t get rid of them. However, it is possible to stop
the onset and progression of dental caries and periodontal disease. To do so, we need to understand the cause of the
diseases and eliminate it. The cause is microbial shift from symbiosis to dysbiosis in biofilm. This article outlines the
latest etiology of the two major infectious diseases of the mouth.
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